# • 



VakLeu-Tyr'<5(y-^$p-V«l-A$n-AspAsp-Gly-Ly$-V«l-A$f>-Ser-T^ 
L»u-l>u-Ly»-Arg-Tyr-V«^L^u-Ly»-AI»-V«tSw^ 
Lys-AsTKAIa-A^Va^-Asn-Arg-M^-Giy-^^ 
Lmi-Ser-ArB-Tyr^.mi-li»-Arg*VaHle-GkhLy^^ 



Lys-L»u-Tyr-^ly-Asp-V«l-Asr>-Asp-Asp-Gly-Lys-Val-AsrvSw 
Ai8-L^LhLys-ArshTyr-Vai-LAu>Arg-Ser-Gty-ile-^ar-il^ 
l^u-Asrv^liHAsp-Gly-Aro-Va(-Asrv^0r-1^r-Asp-Lmi^ 
Leu-Lys-Glu-lle-Asp-Thr-Leu-F^Tyr-Lys-Asn 
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{ Factor Xa 

\U9 Glu Gfy ArglJGfy fl« Fro Aig Asn S^r Aig Val Asp S«r S«r Gly Arg «• M Thr ibp 
ATC GAA GGT CGT GpG ATC Cp C AAT TCC CGG 6TC 6AC TOG AGC GGC CQCATC GTG ACT QAC TGA 




Pst 1(1923) 



Narl (4312) 
Hpal(4177) 



BssH If (4084) 



Apa ! (3B80) 
BstE 11 (3854) 



Mlu I (3673) 
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A— 4RE1 ♦ IRE 2 + CBD (lOMO/ml) 
^— IRE1 ♦ IRE 2 + 60% CBO(10^mO 
WES (lOpQ/ml) 
D-^-^-celD (lOpQMif) 
C— Lip-Con (lO^O/mO 



FIGDKK 5 



Amino Acid sequence of first two internal repeats and CBC of Scaffoldin 



Gly-Val-Pro-Ser-Lys-Gly-Met-Aia-Asn-Cys-Asp-Phe-Val-Leu-Giy-Tyr-Asp-Pro-Asrv-Val- 

Leu-Glu-Val-Thr-Glu-Vai-Lys-Pro-Gly-Ser-lle-lle-Lys-Asp-Pfo-Asp-Pro-Ser-Lys-Ser-Phe- 

Asp-Ser-Ala-lle-Tyr-Pro-Asp-Aro-Lys-Met-lle-Val-Phe-Leu-Phe-Ala-Glu-Asp-Ser-Gly- 

Arg-Gly-Thr-Tyr-Ala-lle-Thr-Gln-Asp-Gly-Val-Phe-Ala-Thr-lle-Val-Ala-Thr-Val-Lys-Ser- 

Ala-Ala-Ala-Ala-Pro-fle-Thr-Leu-Leu-Glu-Val-Gly-AIa-Phe-Ala-Asp-Asn-Asp-Leu-Val- 

Glu-ll6-Ser-TTir-Thr-Phe-Val-Ala-Gly-<3ly-Val-Asn-Leu-Gly-^r-Ser-Val-Pro-Thr-Thr-Gin- 

Pro-Asn-Val-Pro-Ser-Asp-Gly-Val-Val-Val-Glu-lle-Gly-Lys-Val-Thr-Gly-Ser-Val-Gly-Thr- 

Thr-VaK3lu-lle-Pro-Val-Tyr-Phe-ArB-Gly-Val-Pro-Ser-Lys-Gly-lle-Ala-Asn-Cys-Asp-Phe- 

Val-Phe-Arg-Tyr-Asp-Pro-Asn-Val-Leu-Glu-lle-iie-Giy-lie-Asp-Pro-Gly-Asp-iie-ile-Val- 

Asp-Pro-Asn-Pro-Thr-Lys-Ser-Phe-Asp-Thr-Ala-lle-Tyr-Pro-Asp-Arg-Lys-lle-He-Val-Phe- 

Leu-Phe-Ala-GlLHAsp-Ser-<5iy-Thr-Gly-Ala-Tyr-Ata-lle-Thr-Lys-Asp-Giy-Val-Phe-Ala- 

Lys-lle-Arg-Aia-Thr-Val-Lys-Ser-Ser-Ala-Pro-Gty-Tyr-lle-Thr-Phe-Asp-Glu-Val^ly-Gly- 

Phe-Ala-Asp-Asn-Asp-Leu-Val-Glu-Gln-Lys-Val-Ser-Phe-lle-Asp-Gly-Gly-Val-Asn-Val- 

Gly-Asn-Ala-Thr-Pro-Thr-Lys-Gly-Ala-Thr-Pro-Thr-Asn-Thr-Ala-Thr-Pro-Thr-Lys-Ser-Ala- 

Thr-Ala-Thr-Pro-Thr-Arg-Pro-Ser-Val-Pro-Thr-Asn-Thr-Pro-Thr-Asn-Thr-Pro-Ala-Asn- 

Thr-Pro-Val-Ser-Gly-Asn-Leu-Lys-Val-Glu-Phe-Tyr-Asn-Ser-Asn-Pro-Ser-Asp-Thr-Thr- 

Asn-Ser-lle-Asn-Pro-Gln-Phe-Lys-Val-Thr-Asn-Thr-Gly-Ser-Ser-Ala-lle-Asp-Leu-Ser- 

Lys-Leu-Thr-Leu-Arg-Tyr-Tyr-Tyr-Thr-Vai-Asp-Gly-Gln-Lys-Asp-Gln-Thr-Phe-Trp-Cys- 

Asp-i-iis-Ala-Aia-lle-lle-Gly-Ser-Asn-Gly-Ser-Tyr-Asn-Gly-lie-Thr-Ser-Asn-Vai-Lys-Gly- 

Thr-Phe-Val-Lys-Met-Ser-Ser-Ser-Thr-Asn-Asn-Ala-Asp-Thr-Tyr-Leu-Glu-lle-Ser-Phe- 

Thr-Gly-Gly-Thr-Leu-Glu-Pro-Gly-Ala-Hls-Val-Gin-lle-Gln-Gly-Arg-Phe-Ala-Lys-Asn-Asp- 

Trp-Ser-Asn-Tyr-Thr-Gln-Ser-Asn-Asp-Tyr-Ser-Phe-Lys-Ser-Ala-Ser-Gln-Phe-Val-Glu- 

Trp-Asp-Gln-Val-Thr-Ala-Tyr-Leu-Asn-Gly-Val-Leu-Val-Trp-Gly-Lys-Glu-Pro-Gly-Gly- 

Ser-Val-Val-Pro-Ser-Thr-Gln-Pro-Val-Thr-Thr-Pro-Pro-Ala-"n»r-Thr-Lys-Pro-Pro-Ala-Thr- 

Thr-Lys-Pro-Pro-Ala-Thr-Thr-Ile-Pro-Pro-Ser-AsfvAsp-Pro-Asn-Ala-lte-Lys-lle-Lys-Val- 

Asp-Thr-Vai-Asn-Ala-Lys-Pro-Gly-Asp-Thr-Val-Asn-lle-Pro-Val-ArB-Phe-Ser 
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